Key indicators: single-crystal X-ray study; T = 200 K; mean (C-C) = 0.002 Å; R factor = 0.024; wR factor = 0.068; data-to-parameter ratio = 15.3.
The title compound, [Cu 2 (C 13 H 9 N 4 ) 2 (HSO 4 ) 2 ]Á2CH 3 OH, consists of discrete centrosymmetric dinuclear complex molecules and methanol solvent molecules. The Cu II atom shows a square-pyramidal coordination geometry and is bonded to four N atoms of the two bis-chelating 3,5-bis(2-pyridyl)-pyrazolate ions (bpypz À ) and one O atom of the hydrogensulfate ion. The bpypz À ligands in the complex molecule are virtually coplanar [dihedral angle between the mean ligand planes = 0.000 (1) ] with the Cu II atom deviating in opposite directions from their best plane by 0.2080 (12) Å . -stacking interactions between the pyridyl and pyrazole rings [centroid-centroid distance = 3.391 (3) Å ] and strong O-HÁ Á ÁO hydrogen bonds between the hydrogensulfate ligands and the methanol molecules assemble the molecules into a one-dimensional polymeric structure extending along the a axis. The methanol molecule acts both as an accepter and a donor in the hydrogen bonding.
Related literature
For metal complexes of 3,5-bis(2-pyridyl)pyrazole, see: Munakata et al. (1995) ; Nakano et al. (2004) ; Du et al. (2005) ; Yoneda, Adachi, Hayami et al. (2006) ; Yoneda, Adachi, Nishio et al. (2006) ; Ishikawa et al. (2008 Ishikawa et al. ( , 2010 . For an example of a coordinated hydrogensulfate ion, see: Dragancea et al. (2008) .
Experimental
Crystal data [Cu 2 (C 13 (Munakata et al., 1995; Du et al., 2005; Ishikawa et al., 2010) . The dinuclear complexes show the structure where two bpypz -ions are bridging two metal ions with the axial coordination sites. This kind of dinuclear complexes with transition metal ions were reported previously (Nakano et al., 2004; Ishikawa et al., 2008) . The title compound consists of the Cu II dinuclear complex and two methanol solvent molecules. In the dinuclear complex, four N donors from two deprotonated tetradentate bridging bpypz -ligands form the basal plane (Table 1 ). The copper(II) ion is penta-coordinated and it is in a slightly deformed square-pyramidal coordination environment with the τ value of 0.001 ( Fig. 1 ). The apical position is occupied by the hydrogensulfate ion. An uncommon feature is that a sulfate ion is actually bound as the hydrogensulfate ion as there are only a few instances of unidentately coordinated hydrogensulfate ion (Dragancea et al., 2008) . The π···π stacking interactions between pyridyl and pyrazole rings [centroid-centroid distance 3.391 (3) Å ] and strong hydrogen bonds between the hydrogensulfate ligands and the methanol molecules assemble molecules into a one dimensional polymeric structure extended along the a axis (Table 2 
Refinement
The C-bound hydrogen atoms in the bpypz -ion and the methyl group of the methanol molecule were placed at calculated positions, C-H 0.950 Å and 0.980 Å respectively, and were treated as riding on their parent atoms with U iso (H) set to 1.2 U eq (C). The O-bound hydrogen atoms in the hydrogensulfate ion and the methanol molecule were located in a difference Fourier map. The H-atom coordinates were fixed. The distances were O2-H10 0.90 Å and O5-H11 0.96 Å.
supplementary materials sup-2 Figures   Fig. 1 . ORTEP drawing for the title complex showing 50% probability displacement ellipsoids. Symmentry code for unlabelled atoms: -x, -y+1, -z+1. Primary atom site location: structure-invariant direct methods
Special details
Geometry. ENTER SPECIAL DETAILS OF THE MOLECULAR GEOMETRY Refinement. Refinement was performed using all reflections. The weighted R-factor(wR) and goodness of fit (S) are based on F 2 . Rfactor (gt) are based on F. The threshold expression of F 2 > 2.0 σ(F 2 ) is used only for calculating R-factor (gt). (5) O2 0.0235 (6) 0.0335 (7) 0.0299 (7) −0.0093 (6) −0.0023 (5) 0.0060 (6) O3 0.0320 (7) 0.0207 (6) (7) 0.0035 (6) C5 0.0182 (7) 0.0164 (7) 0.0161 (7) 0.0013 (6) 0.0022 (6) −0.0003 (6) C6 0.0182 (7) 0.0154 (7) 0.0174 (7) 0.0015 (6) 0.0012 (6) 0.0021 (6) C7 0.0205 (8) 0.0149 (7) 0.0203 (8) −0.0004 (6) 0.0009 (6) 0.0022 (6) C8 0.0183 (7) 0.0141 (7) 0.0178 (7) −0.0015 (6) 0.0026 (6) 0.0006 (6) C9 0.0175 (7) 0.0160 (7) 0.0173 (7) −0.0006 (6) 0.0030 (6) −0.0011 (6) C10 0.0238 (8) 0.0172 (7) 0.0267 (9) −0.0021 (7) 0.0010 (7) 0.0006 (6) C11 0.0254 (9) 0.0208 (8) 0.0322 (10) −0.0082 (7) 0.0020 (7) −0.0031 (7) C12 0.0186 (8) 0.0290 (9) 0.0286 (9) −0.0070 (7) −0.0020 (7) −0.0023 (7 
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